





H10N7|A/duck/Mongolia/709/2015|2015.663
H10N7|A/duck/Mongolia/626/2015|2015.663
H3N8|A/duck/Mongolia/179/2015|2015.660
H3N8|A/duck/Mongolia/173/2015|2015.660
H15N9|A/duck/Bangladesh/24704/2015|2015.142
H15N9|A/duck/Bangladesh/24697/2015|2015.142
HBN2|A/wild_bird/Wuhan/CDHN09/2015|2015.000
HBN1|A/Anser_fabalis/China/Anhui/L221/2014|2014.973
H1N1|A/Anseriformes/Anhui/L259/2014|2014.973
H3N6|A/duck/Vietnam/LBM798/2014|2014.923
E H7N7|A/mallard_duck/Netherlands/3/2015|2015.063
H7N7|A/mallard_duck/Netherlands/2/2015|2015.041
H7N9|A/chicken/Netherlands/16007311-037041/2016|2016.434
E 1 E H7N9|A/duck/Bangladesh/26992/2015|2015.940
H7N9|A/duck/Bangladesh/26980/2015|2015.940
H4N8|A/duck/Chongqing/S2086/2012|2012.341
H3N8|A/teal/Chany/135/2016|2016.691
H3N8|A/mallard/Chany/185/2016|2016.691
H4N6|A/duck/Mongolia/101/2015|2015.660
H4N6|A/duck/Mongolia/127/2015|2015.660
H7N5|A/black-tailed_godwit/Bangladesh/24734/2015|2015.142
H7N1|A/duck/Bangladesh/24705/2015|2015.142

H1N1|A/mallard/Chany/355/2016|2016.773
. ) H1N1|A/gadwall/Chany/315/2016|2016.773
I T H5N3|A/mallard/Chany/126K/2014|2014.693
HB6N1|A/duck/Bangladesh/25767/2015|2015.523
H3N8|A/European_teal/Chany/63/2011]2011.671
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H10N3|A/duck/Mongolia/326/2015|2015.581 *
H10N3|A/duck/Mongolia/245/2015|2015.581
H3N8|A/duck/Mongolia/996/2015(2015.663
H1N1]A/duck/Hokkaido/W9/2015[2015.745
H11N9|A/wild_bird/Wuhan/CDHN01/2015]2015.000
: = ' H11N9|A/wild_bird/Wuhan/CDHN173/2015]|2015.000
H3N8|A/duck/Mongolia/20/2015|2015.657
H7N6|A/duck/Jiangxi/32213/2013]2013.934
H10N3|A/duck/Jiangxi/33757/2013]2013.953
H10N3|A/duck/Jiangxi/33777/2013]2013.953 .
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' HIN2|A/chicken/Vietnam/HU1-976/2014]2014.666

HB6N8|A/domestic_duck/Siberia/49_feather/2016|2016.000
HBN2|A/Anser_fabalis/China/Anhui/S148/2014]2014.973
HBN2|A/Anser_fabalis/China/Anhui/S45/2014|2014.973

I T H4N6|A/environment/sichuan/322074/2015|2015.559

- H10N1|A/duck/Bangladesh/24035/2014|2014.992

H3N2|A/duck/Quang_Ninh/90c112/2013|2013.430

—F H11N7|A/duck/Vietnam/HU1-148/2014|2014.666

H11N7|A/muscovy_duck/Vietnam/HU1-399/2014]2014.666
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EE H4N6|A/duck/Mongolia/769/2015|2015.663
|~ H10N7|A/duck/Mongolia/742/2015|2015.663
‘ _EE HBN2|A/duck/Hubei/ZYSYG1/2015|2015.888
H6N2|A/duck/Hubei/ZYSYG15/2015|2015.888
= H1N1|A/mallard/Republic_of Georgia/1/2012|2012.025
L 1 H5N7|A/Duck/Dongting/D76-1/2016|2016.989
L H7N3|A/mallard/Republic_of Georgia/3/2010|2010.090

— H6N2|A/mallard_duck/Netherlands/3/2008|2008.016
H3N2|A/muscovy_duck/Vietnam/LBM115/2012|2012.525
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H5N2|A/canvasback/Xianghai/428/2011|2011.748

: =— H5N2|A/baikal_teal/Xianghai/426/2011|2011.748

L H3N8|A/common_shelduck/Mongolia/2076/2011|2011.767

H5N3|A/wild_bird/Mongolia/2066/2011|2011.767

H3N1|A/chicken/Pakistan/NARC-16945/2010|2010.066

—— H6N5|A/aquatic_bird/Korea/CN5/2009|2009.833

_EE H11N9|A/wild_bird/Wuhan/CDHN22/2015|2015.000
— H11N9|A/wild_bird/Wuhan/CDHN173/2015|2015.000

_EE H15N9|A/duck/Bangladesh/24697/2015|2015.142
I H15N9|A/duck/Bangladesh/24704/2015|2015.142
! ) HBN2|A/wild_bird/Wuhan/CDHN09/2015|2015.000
__— H1N1|A/mallard/Chany/355/2016]|2016.773
I ) - & H1N1|A/mallard/Chany/313/2016|2016.773
. X H4N6|A/teal/Chany_Lake/104__feather/2012|2012.650
_% H4NG6|A/shoveller/Chany_Lake/101/2012|2012.650
H4NG6|A/teal/Chany_Lake/106__cloaca/2012|2012.650
| E H4N6|A/mallard/Sweden/104925/2009|2009.896
' H11N9|A/mallard_duck/Netherlands/23/2012|2012.738
f ’ E H7N7|A/mallard_duck/Netherlands/7/2009|2009.088
- H7N7|A/mallard_duck/Netherlands/2/2009|2009.022
HBN2|A/aquatic_bird/Korea/CN17/2009|2009.833
H5N3|A/mallard_duck/Netherlands/19/2009|2009.816
EE:%@5N3|A/ma|Iard_duck/NetherIands/20/2009|2009.816
H5N3|A/duck/Moscow/4182/2010|2010.833
H4N6|A/mallard_duck/Netherlands/7/2011|2011.619
H5N2|A/Eurasian_wigeon/Netherlands/1/2010|2010.737
H10N7|A/mallard_duck/Netherlands/22/2010]2010.682
H11N9JA/mallard_duck/Netherlands/29/2009|2009.970
——t—— E HBN1|A/mallard_duck/Netherlands/31/2008|2008.724

| H6N1|A/Eurasian_teal/Netherlands/1/2008|2008.724

— HIN2|A/mallard/Sweden/99668/2009|2009.710

e H6N1|A/mallard_duck/Netherlands/8/2008|2008.738

L_——— H7N9|A/Anas_crecca/Spain/1460/2008|2008.068
H12N5|A/mallard/Sweden/60069/2007|2007.786
H12N5|A/mallard/Sweden/69794/2007|2007.863

f — HIN2|A/bewicks_swan/Netherlands/4/2006|2006.877

H4N6|A/mallard/Sweden/52299/2006/2006.819
f : H4NG6|A/mallard/Yan_chen/2005|2005.749 .
E? H5N2|A/greater_white-fronted_goose/Netherlands/4/2009|2009.140
[~ H4N6|A/mallard/Sweden/52480/2006|2006.825 *
_EF H10|A/canvasback/Mongolia/2-69/2007|2007.748
HB6N1|A/herring_gull/Sarma/51¢/2006|2006.395 ®0.012 ¢ °
H2N3|A/mallard/Netherlands/37/2008|2008.000 2
H2N3|A/mallard/Netherlands/58/2008|2008.000 %
ng H10N8|A/duck/Shanghai/602/2009]2009.915 g
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_EE HBN8|A/mallard_duck/Netherlands/78/2006|2006.803 80.008
H6N2|A/Eurasian_wigeon/Netherlands/1/2006|2006.970
E H3NB8|A/turnstone/Netherlands/3/2008|2008.831
= H10N7|A/mallard_duck/Netherlands/1/2009|2009.093
H11N1|A/mallard/Sweden/58/2003|2003.963
H4N8|A/Anas_querquedula/Astrakhan/3091/2002|2002.688
=€ H4N6|A/mallard/Sweden/3272/2003|2003.674 0.004] ° . o o o
L H10N7|A/mallard/Sweden/3151/2003|2003.493
—— H11N9JA/mallard/Sweden/65/2002|2002.878 . .
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Figure S2. Maximum clade credibility (MCC) trees and root-to-tip analysis of the
eight genes of the DT-H5N7 virus. A) PB2, B) PB1, C) PA, D) HA, E) NP, F) NA, G)
M, and H) NS. The DT-H5N?7 isolate is colored red, and the node bars are displayed
with the 95% highest posterior density (HPD) of the node height.



