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Supplementary Fig. S1 Phylogenetic tree of the Alpha isolate. Phylogenetic analysis of the Spike sequences of the Alpha isolate (red circle) within the existed SARS-CoV-2 Alpha variants (purple circle) by Nextstrain (Dated on 8 Feb 2022).
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Supplementary Fig. S2 Phylogenetic tree of the Delta isolate. Phylogenetic analysis of the Spike sequences of the Delta isolate (red circle) within the existed SARS-CoV-2 Delta variants (blue circle) by Nextstrain (Dated on 8 Feb 2022).
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Supplementary Fig. S3 Body weight of infected hACE2 transgenic mice and hamsters. A, B Body weight was monitored at 3 dpi and indicated by percentage of starting body weight for the prototype SARS-CoV-2-, Alpha- and Delta-infected hACE2 transgenic mice (A) and hamsters (B). The uninfected animals were used as control. Data were shown as mean ± standard deviaion (n = 6). Statistical analysis was performed by one-way ANOVA with Bonferroni’s post hoc test. n.s., not significant, **P < 0.01.
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Supplementary Fig. S4 Spike K417N mutation in SARS-CoV-2 variants. Diagram of spike mutations including K417N of indicated SARS-CoV-2 variants.
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Shared spike mutations within Omicron sub-lineages:
G339D, S371F/L, S373P, S375F, K417N, N440K, S477N,
T478K, E484A, Q498R, N501Y, Y505H, D614G, HE55Y.
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