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Fig 2 Comparison between XJ90,R25 and ET1. 1 clons of HEV Burme strain
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gh ¥y 3¢ M8 R F i 43 B ] HEV, R{HIE 00 HEV =] F A0 55 98 R, 77 B O HEV A2 54k o7
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Partial Genome Sequence Analysis of Hepatitis E
¥irus Isolated by Cell Culture

Chen Wanrong Tian Xin Bao Zuoyi LiJingsun Deng Dazong

Clstitute of Microbiology and Emdenvoloqy , Acadeng of Mitilary Medical Science, Beijing 100071)
Genome of presumed hepatitis E virus XJ90 and R25 was partially amplified by antigen capture
polymerase chain reaction (AC/PCR). cDNA band same as ET1 - 1 clone was observed. Afier purifi-
cation, this cDNA band was sequenced using dideoxy mediated chain termination method. The nu
cleotide and amino acid homology between XJ90, R25 and ET] ¢« 1 clone were 99. 6%, 100% and
99%,99% , respectively. This result showed that both XJ90 and R25 are hepatitis E virus.
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